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in
the most effective and sustainable control

S. Thirteen maize genotypes with differential Striga resistance background
were evaluated against MSV infection in Minna, Nigeria during the 2017 wer season. Maize seeds were

planted in July 2017 and seedlings were observed Jor MSV disease incidence, disease severity, growth and
Yield characters. The data were subjected to cluster and analysis of variance, The lowest (20 %) incidence of

MSV disease was Jound in “9022.13”. The genotypes “(2*TZECOMP3D T/White DTSTRS YN) C2”,
“NTZEOMPC7/TZECOMP3IDTC 2) C2” and “9022-13" exhibited the lowest diseqse Severity (symptom score
= 2.0). Cob (92.3 g) and grain (70.7 g) weights per plant were highest in “SAMMAZ-7 5" The Striga-tolerant

maize genotype “SAMMAZ 15 was the best for cob and grain weight under MSV infection and
“CTZEOMPC7/TZECOMP3D TC2) C2” was identified as the most genetically related to “SAMMAZ 15”,

Therefore, hoth gen olypes are recommended for culyi vation in areas that are prone to Striga and MSV
disease.

Key words: cob weight. discase incidence, grain weight, maie Streak virus, symptom severity

INTRODUCTION

Maize (Zea mays L..) is a staple food for millions of
pcople in sub-Saharan Africa. It is also processed
into various forms for domestic and industrial

production in Nigeria was about
tonnes (FAO, 2016). This
from the resource-poor

10.4 million
cstimate comcs mainly
smallholder farmers. [t has

purposes (Gwirtz and Garcia-Casal, 2014). Maize
Is commonly intercropped with lcgume crops such
as cowpca, groundnut and soyabean (z‘\:lalm e?nd
Csobhawan, 2006) for various purposcs, including
control of inscct pests and discases. It is I:{clicvcd lo
have originated in Central Amcric?, par‘trculnrly' in
Mecexico (Matsuoka. 2005) from its wild 'rcln_t!vc
cosintc (Zea mays L. subsp. pmw,qhm.m).' I'he
crop was probably introduced 10 West Africa in the

been predicted s
2020 would incr
(MT) Compared
and 503
indicﬂting that
appreciably
African countrics.

dcvc_lﬂpmg countri
subsistence level.

at the global demand for maize in
Casc to 852 million Metric tonnes
with 760 million MT for wheal
million MT f(or ricc (Jamcs, 2003),
maize productivity must risc
beyond the present | vha in most
Maize productivity is low in
cs because production s af
In addition, witch weed (Striga

16" century from Arab countrics or from West fTE!'frmnrhc:cn) Infestation causes severe yicld losses
Indics and Central and South mm::r.lcn to.the C?u!d (Bﬂdl"ﬂnrﬂku el al., 2008). Sceveral stratcgics have
Coast (now Ghana) through Sao Tome. _I[ lhru;cs b‘?c’:} proposed for ﬂmclic}mlingilhc Sirive menaes
well in all the agro-ccological zones ﬁfNI:.:'_l‘Litlﬂ ut wil lh.c goal of reducing y!cld 1055{?5 below
cultivation is highly concentrated in the Savanna cConomic  (hreshold. These include increased

belt. Globally, the United States of America is the

Nilrogen lertilizer appl

ication, interplanting with
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legumes such as cowpea, groundnut, and
Aeschnomenes histrix. However, cultivation of
resistant varieties remains the most effective
Strategy. Maize streak virus has been observed in
Nigeria since 1970s as a serious setback (0 maize
productivity. Its outbreak is capable of causing 100
7 yield loss in susceptible varieties (Caravina,
2014). Maize streak virus belongs to the genus
Mastrevirus of the family  Geminiviridae.
Susceptible plants exhibit whitish or yellowish
short broken streaks along the leaf veins. The virus
IS }ransmitted persistently by the leafhoppers
(Cicadulina spp) (Olaoye, 2009). Leafhoppers can
acquire the virus within a short period of feeding
on infected plants. Of the 22 known leathoppers,
only eight species are efficient transmitters of
MSV: Cicadulina arachidis China, C bipunctata
Melichar, C. ghaurii Dabrowski, C. latens Fennah,
C. mbila Naudé, C. parazeae Ghauri, C. similis
China, and C. storeyi China (= C. triangula
Ruppel) (Fajemisin, 2001). In a study, Alegbejo
and Banwo (2005) reported a positive correlation
between leafhopper population and MSV disease
incidence in Nigeria. In northern Nigeria,
leafthopper population is usually high towards the
end of rainfall, between September and October.
Adoption of resistant cultivars is the most effective
strategy against MSV disease. Therefore, efforts
are continually geared towards identification of
sources of resistant genes. Maize varieties that are
tolerant to Striga infestation are available in the
country, just as the MSV-resistant varieties.
However, there is scarcity of information on the
varieties that combine both attributes. Identification
of Striga and MSV-tolerant maize varieties would
serve as an insurance against total crop loss and a
reliable strategy for encouraging food security.
Therefore, this study was conducted to identify
high-yielding Striga-tolerant maize genotypes
under MSV disease pressure.

MATERIALS AND METHODS

Description of the Study Site |

The experiment was conducted at the Teaching and
Research Farm, Federal University of Technology,
Minna. It is located at latitude 9° 51'N and
longitude 6° 44'E, and is 212 metres abuve_sea
level. Minna is situated in the Sﬂuth?rn Guinea
agro-ecology of Nigeria with distinct rainy and dry
seasons. The rainy season normally spans bet“_feen
April and October. The relative humidity of Minna
ranges from 40 to 80 %. The site has been useq for
the cultivation of maize, guinea corn millet,
cowpea, soyabean and groundnut in the last five

years.

. . o
Land Preparation and Planting l\_*laterm
The site was cleared of plant debris, plmjtghec.;;nd
ridged on 14" July, 2017. Ridges werf:d ‘Ta_m‘g;
and maize seeds were sown at inter- and Intr

spacing of 75 cm x 50 ¢m, respectively. Thirteen
Striga-tolerant maize genotypes  were obtained
from the Maize Breeding  Unit, International
Institute of Tropical Agriculture (IITA). [badan,
Nigeria.  They were “((TZL COMLI-W
C6*2/(White DT STR Syn))- DT 54 S
“(2*TZECOMPBDTfWhiteDTSTRSYN) 27,
“(TZEOMPC7/TZECOMP3DTC2) C2” “8338-
(Striga susceptible  hybrid)”, *9022-13 (Striga
resistant hybrid)”, “DTSTR-W-SYNI1”, “DTSTR-
W-SYNI2”, “DTSTR-W SYNI3” “DTSTR-W-
SYNI4”, “DTSTR-W-SYNI5”, “SAMMAZ-15",
"SAMMAZ-16", “TZB-R (Striga susceptible) .

Experimental Design and Agronomic Practices
The treatments consisted of the 13 Striga-tolerant
maize varieties listed above. The treatments were
laid out using randomised complete block design
(RCBD) with three replications. Three maize seeds
were sown in their respective plots on 15" July,
2017 and the scedlings were thinned to one plant
per stand at | week after sowing (WAS). Manual
weeding was carried out at 3 and 6 WAS.

Data Collection

Incidence of MSV disease was determined at 6 and
8 WAS, based on percentage of the total plants
eliciting foliar streaking symptom. A 5-point scale
was used for assessing the disease severity
(Salaudeen, 2012) as follows :1 = no foliar
symptoms; 2 = very few streaks on 11 — 25 % of
leaf surface; 3 = moderate streaking of 26 — 50 %
on leaf surface; 4 = severe streaking on 51 — 75 %
of leaf surface; 5 = very severe streaking on >75 %
of leaf surface. The growth (plant height and
number of leaves per plant) and yield (number of
days to tasselling, number of days to silking, ear
height, number of cobs per plant, cob weight per

plant, and grain weight per plant) parameters were
also recorded.

Statistical Analysis

The data collected were subjected to analysis of
variance using PROC GLM option of the Statistical
Analysis System (SAS, 2008) and significance was
determined at 5 % probability level. The treatment
Mmeans were separated using the Student-Newman-
Keuls (SNK) test. The growth and yield data were
further subjected to cluster analysis, using the
average linkage method (Everitt er al., 2011).

RESULTS

Incidence and severity of MSV infection

At 6 WAS, none of the plants of the maize
genotypes (2*TZECOMP3DT/WhiteDTSTRSYN)
C2”, “(TZEOMPC7/TZECOMP3DTC2) C2,
“DTSTR-W-SYNI!” and “DTSTR-W-S\"N!E”
was infected by the virus. In the remainfﬂg
genotypes, MSV  disease incidence varied
significantly (p<0.05) between 20 and 60 % (Table
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1). Similarly, diseasc Incidence ranged from 20 —
60 % at 8 WAS. The highest disease incidence was
found in “((TZL COMLI-w C6*2/(White DT STR
Syn))- DT CI1” and “DTSTR-W SYNI3", whereas
“9022-13" exhibited the lowest (20 %) incidence of
MSV diseasc. White short strcaks ‘were observed
on the leaves of MSV infected plants but at varying

levels  of severity. The  plants  of
(2*TZECOMP3DT/White DTSTRSYN) (2.

“(TZEOMPCWTZECOMPB, DTC2) C2", “DTSTR-
W  SYNII™ and "DTSTR-W  SYNI2" had
Symptom  severity score of | whereas five

genotypes (8338-1, DTSTR-W-SYNIS5,
SAMMAZ-15, SAMMAZ-16 and TZB-R)

exhibited a symptom rating of 2 at 6 WAS. In the

maize genotypes “((TZL COMLI1-W C6*2/(White
DT STR Syn))- DT C1” and “"DTSTR-W-SYNI14",
disease severity of 2.7 and 3.7 was observed,
respectively. The highest symptom scorc of 4 was
found in “9022-13" and “DTSTR-W SYNI3”. At 8
WAS, all the asymptomatic plants elicited typical
Symptoms of MSV discase. Discase scverity ratings
varied between 2 and 3 but the differences wcere not
significant (p>0.05). Discasc scverity decreased in
the plants of “9022-13" and“DTSTR-W SYN|3"
from 4 to 2 and 3, respectively. In addition to
“9022-13", the genotypes
2*TZECOMP3DT/White DTSTRSYN) C2” and
“(TZEOMPC7/TZECOMP3DTC2) - C2" exhibited
the lowest diseasc severity (symptom score = 2).
Similarly, the maize genotypes “DTSTR-W-
SYNII™ and “DTSTR-W-SYNI5" had same
disease severity rating (symptom score =2.3). In
“((TZL COMLI-W C6*2/(White DT STR Syn))-
DT CIv, “8338-1", “DTSTR-W-SYNI12" and

..... Wada A.C.. Adama C.J' and Abdullahi A_.A. ”

“TZB-R™ a symptom score of 2.7 was found while

the remaining genotypes exhibited an average
symptom rating of 3.

Effect of MSV on Plants’ Growth and Yield
Attributcs

At 6 WAS, there were no significant (p>0.05)

height differences among the genotypes (Table 2).
Despite this observation, the MSV infected plants
of “SAMMAZ-15" (103.8 cm) were the tallest,

followed by “(2*TZECOMP3DT/White
DTSTRSYN) c2” (101.7 cm),

“(TZEOMPC7/TZECOMP3DTC2) (2" (100.5

cm), and “TZB-R" (100.3 cm). Conversely, the
infected plants of “9022-13" (78 cm) were the
shortest. The hcight of other genotypes varied
between 79.3 and 94.7 cm. At 8 WAS significant
(»<0.05) height differences were found among thc
genotypes (Table 2). The plants of “TZB-R” (136.]
cm) were the tallest but its mean height was not
significantly (p>0.05) different from those of
“SAMMAZ-15" (133.7 cm),
“TZEOMPC7/TZECOMP3DTC2) C2” (131.4 cm),
“(2*TZECOMP3DT/White DTSTRSYN) cC2”
(130.6 cm), “((TZL COMLI1-W C6*2/(White DT
STR Syn))- DT C1” (121.3 cm), “8338-1" (119.6
cm) and “DTSTR-W-SYNI5" (119.5 cm).
Although the shortest plants were observed in
“DTSTR-W-SYNI12" (104.4 cm), the value
obtained was statistically similar to those of
“DTSTR-W-SYNI11" (114.0 cm), “SAMMAZ-16"
(112.9 cm), “9022-13" (111.3 cm), “DTSTR-W-

SYNI4™ (108.7 cm) and “DTSTR-W SYNI3™
(104.8 cm).

Table 1: Incidence and severity ratings of the maize plants infected with Maize streak virus discase in Minna. Northern

Hgerte Discase incidence (%) Diseasc severity
Genotype 6 WAS 8 WAS 6 WAS R WAS
((TZL COMLI-W C6*2/(White DT STR Syn))-DTC1  26.7+11.5¢ 60+0* 2740.6"  2.7406°
(2*TZECOMP3DT/WhiteDTSTRSYNYC2 0+0° 46.7x11.5™ 1.0£0° 2.0+0"
(TZEOMPCT/TZECOMP3IDT(2) (2 " 00¢ 40+0* 1.0£0°  2,040°
8338-] 46.7423.6 ™ 40+11.5" 2040  2.7+06"
9022-13 20.0.040 2040 " 4 0+0" 2 040"
DTSTR-W-SYNI | 0+0° 4040 1040  23106°
DTSTR-W-SYNI?2 0+0* 26.7£11.5"%  1.040° 27406
DTSTR-W-SYNI3 60.0+0* 60.0+0" 4.0£0" 3.040°
DTSTR-W-SYNI4 26.7£11.5° 26.7411 5" 37412 30417
20 00 26.7+11.5" 2.040™ 2.340.6"
DTSTR-WS VR 20.0£0 26.7+11.5" 2. 040> 3.0+0°
BRI 26.7£11.5° 333211 5% 20+0™ 3.0:0"
EARAERIESSS 20.040 333&)1 5™ 2.040"™ 2.7406"
i 47 6 0.2 0.3
o T eimilar superscript letter (s) within the column do not differ significantly (»>0.05) bascd on Student-Newman-Kculs test
Mcaons wilh ¢
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GENOTYPE
((TZL COML1-WCB*2/(Whila DT STR Syn))-DT C1

b1

Table 2: Growth parameters of the maize plants infected with Maize streak virus discase in Minna. Northern Nigeria

DTSTR-W-SYN14
ot 5]
b 1
8338-1 |
DTSTR-WSYN12
DTSTR-WSYN13 e }
(2*TZECOMP3D TMhi DTS TRSYN) C2
m = - J 3 Sl
(TZEOMPC7/TZECOMP3DTC2) C2 o — I ’;
i
SAMMAZ-15 ARy “a
0 T i H T 4 T 1 =i -,:-'j
0.0 02 0.4 06 0.8 1.2 1.4 18,
T
_HEIGHT_ 1_':
Figure 1. Dendogram of the relationship for growth and yield characters of the maize genolypes inlecled with Maize streak virus 3 z::'.
differences in number of days to tasseling among %
e e’ i
g

Number of leaves pcr-plnnl Number
Plant height (cm) of days 1o
Gcenolype 6 WAS 8 WAS 6 WAS 8 WAS losseling
((TZL COMLI-W C6*2/(White DT STR Syn))-DT C| 86.6:11.3° 121.3244.4%  g106™ [020.7° 6024.0°
(2*TZECOMP3DT/WhiteDTSTRSYN) C2 101.744.6° 130.6£8.3® 946" 10£1.0" 58+3.2°
(TZEOMPC7/TZECOMP3DTC2) C2 . 100.5+6.6* 1314162 940* 10:£0.6° 50+3.2*
8338-1 91.2£9.4° 119.6£7.8*  7406" 940.6* 62+1.0*
9022-13 78.0£15.8° 111.3£7.5°  7206° 9+0.6" 62+1.0"
DTSTR-W-SYNI | 89.3+14.1° 114.0£15.1®  B+06™ 9+0* 63+3.2"
DTSTR-W-SYNI2 84.6+5.8" 104.4257% 740.6" 9+0.6" 630"
DTSTR-W-SYNI13 81.8+16.6" 104.8£139% 8+ 0™ 9+1.0" 61£1.5°
DTSTR-W-SYN 14 79.3£10.4° 108.7+4.2" 0£(.2" 104£0.6" 62+1.2*
DTSTR-W-SYNIS5 94.7+10.8" 119.5£108* 910.6* 10£1.0° 60£).5"
SAMMAZ-15 103.8+1.2" 133.746.6™  §10.6" 10:4:0.6" 61:£1.0°
SAMMAZ-16 89.3+9.8* 1129£12.1% Ri06™ 10£0.6* 58+£59"
TZB-R 100.3+12.6° 136.1£13.9*  Bi06™ 9.10.6° 60£2.9"
0.3

+SEM 6.2 5.9 04 1.6

Means with similar superscript letter (s) within the column do not difler significantly (p>0.035) based on Student-Newman-Keuls test

Significant (p < 0.05) differences were also found
for number of leaves per plant (Table 2). A range
of 7 (8338-1, 9022-13 and DTSTR-W-SYNI2) to 9
[(2*TZECOMP3DT/White  DTSTRSYN)  C2,
TZEOMPC7/TZECOMP3DTC2) C2, DTSTR-W-
SYNI4 and DTSTR-W-SYNI5] lcaves per plant
was observed at 6 WAS. The remaining, genotypes
produccd an average of 8 leaves per plant, At 8
WAS. #tber of leaves varied but not significantly
(p > (A0%) between 9 and 10 per plant. The lowest
number of leaves per plant was found in “8338-
17 =912 2-1@” “DTSTR-W- SYNII”, “DTSTR-W-
SYNI7”, “DTSTR-W SYNI3" and “TZB-R". The
otlicr ¢vnotypes produced an average of 10 leaves
per plant. There were no significant (p>0.05)

the maize genotypes (Table 2). In spite of this,
tassel formation was carliest in “SAMMAZ-16"
and “(2*TZECOMP3DT/Whitc DTSTRSYN) C2"
(58 days aficr sowing) while lasseling  was
obscrved at 63 days afier sowing (DAS) in
“DTSTR-W- SYNI1” and “DTSTR-W - SYN|2"
(Table 3). In the remaining genotypes tasscling was
observed between 60 and 62 DAS. As reported for
days to tasscling, there were no significant (>0.05)
differences in nuinber of days 1o-silking among the
maize genolypes but values ranged between 63
(DTSTR-W-SYNI5) and 70 (8338-1, DTSTR-W-
SYNII, DFSTR-W SYNI13) DAS. Ear hcight was

significantly (p < 0.05) highest in “TZB-R" (86.5

cm), whereas the differences in car height among

the other genotypes (51.3 — 69.1 cm) were not

significant (p>0.05) (Tablc 3). There were no

1
"
1
.
a

.r._ -J-‘-. !

B .I 5 . 0 __m'__.r : i
h:‘ i,;.ﬁl'II %3'!,'&:1‘!11I-: l_,,* St e o o

= i "L

% " -
i L el
= L ¥ i N
[_....'E"_'. hy
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significant (p > 0.05) differences in number of cobs

Per plant among (he Zenotypes.  Apa

(TZEOMPC7/TZECOM P3 DTCI;] C2".p“ E)tT;rIP;
W SYNI3”, “DTSTR-W-SYN] - and
“SAMMAZ-15" which produced two cobs other
senotypes had one cob per plant.  The evaluated
genotypes exhibited significant (p <0.05) variation
In {:‘,nb weight per plant (Table 3). The highest cob
weight per plant was found in “SAMMAZ-15”
(92.3 g). Next was that of
“(TZEDMPC?!TZECOMPBDTCD C2” (794 p),

which was statistically similar to those of S LEL
COMLI-Ww C6*2/(White DT STR Syn))- DT C1”
(64.4 g) and “SAMMAZ-16" (63.1 g). The lowest
cob weight iper plant was found in “DTSTR-W-
SYNI12” (38.8 2) but was statistically comparable
to the cob weights of the remaining  genotypes
(42.2 - 53.7 g per plant). The trend of grain weight
per plant was as observed for cob weight per plant
(Table 3). The highest grain weight was found in
“SAMMAZ-IIS" (70.7 g), followed by
“(TZEOMPC?‘!’TZECOMPS DTC2) C2” which had
grain weight of 58.4 g per plant. The lowest grain
weight per plant was observed in “DTSTR-W
SYNI2" (27.1 g) which was not significantly
(p>0.05) different from grain weights of the
remaining genotypes. Cluster analysis revealed that
“SAMMAZ 15" and
“(TZEOMPC7/TZECOMP3DTC2) C2” belonged
to the same group (cluster 1). Conversely,
“(2¥*TZECOMP3DT/White DTSTRSYN) C2” and
“TZB-R” were members of the same group (cluster
2), whereas the remaining genotypes formed cluster
3 (Figure 1).

DISCUSSION .

Maize streak discase affected the growth and. yield
parameters of the cvaluated genotypes relative to
their genctic background. At .6 Vf’hS some of the
evaluated plants did not clicit discasc symftums_
Those plants could be termed as “escapes”. The
observation that the “‘cscape” plants eventually
exhibited MSV discasc symptoms - at 8 WAS
confirmed that they were not immunc (0 the
pathogen. Such plants ultirn:ately elicited discase
symptoms owing (o the persistent naturc of MSV
transmission by the leafhopper w.lfcctnr:s. (Magenya eSf
al., 2008). There was no total infection at 8 WA

because leathoppers normally ﬁ:r:d on young Plants
but as the plants maturc their cclls and rtls;r:lcs
become lignified. This discourages further dc:: ing
and discase transmission under ficld chun I:;;:::n
Twenty two specics of the ]calhnppcrsm El\a't'; -
found globally and 13 arc n Afru::a (, agﬁ‘ﬁ};icm

[.2008). Of these, only mght. species are ¢

o rs of MSV. Even within the Icam_nppgrs
-:ir‘aal:sn:;;::sm“ the pathogen, marked variability

. Wada A.C., Adama C.J' and Abdullahi A.A.
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occurs for virus acquisition and
cfficiency time; some are able

within few seconds whereas others require  up to
24 hours. Moderate level of infection was observed

because leathopper population was low at the time
of cvaluation (wet scason). Thus studics on
leafhopper  dynamics  have shown (hat the
population of the vector is usually high towards the

end of rainy scason (Alegbejo and Banwo. 2005).
Therefore, all these probably accounted for the
obscrved variation in the MSV discase incidence.
The severity of MSV discase rose gradually from
minute streaks to clongated form which eventually
covered the entire leaf surface as a consequence of
the virus’ replication and multiplication in the host
plants. This agrced with the findings of Bosque-
Pérez et al. (2000). The formation of streaks on leaf
surface was due to inhibition of the activity of
chloroplasts (Bosque-Pérez er al., 1998). Generally,
viruses recruit their host structures for self
multiplication and establishment. Therefore,
discase scverity declined as the plants matured
because of the progressive lignification of cells and
tissucs of the host plants. The data on discasc
severity revealed a moderate level of infection.
Symptom severity was slightly higher at 8 WAS
than 6 WAS in some genotypes as a result of
continuous multiplication of the virus in such
plants. Those plants which exhibited a slight
decreasc in symptom severity at 8 WAS probably
contained MSV resistant genes. This is in
agreement with the findings of Bosque-Pérez er al.
(1998) who reported that plant infection at the carly
growth stage resulted in  severe symptom
expression while late infection was characterized
by development of few streaks. The data on most
of the evaluated parameters indicated that the
impact of MSV disease was similar among the
maize genotypes. The differences in growth and
yield parameters of the maize genotypes could be
attributed to their inherent genetic background and
partly due to dcleterious effects of MSV infection.
This is in tandem with the result obtained by
Mawere er al. (2006) when some inbred maize
lines were infected with MSV. Cob and arain
weights are important characters in maize breeding
and the differences exhibited among the genotypes
for these traits were significant. This implicd that
selection would favour some genotypes for maize
improvement program. Therefore, the Siriga-
tolerant maize genotype “SAMMAZ 15" was the
most productive under MSV infection. However,
“TZEOMPC7/TZECOMP3DTC2) €27, “((TZL
COMLI-W C6*2/(White DT STR Syn))- DT CI
and “SAMMAZ 16™ which also exhibited high cob
and grain weights could serve as alternative
promising candidates under MSV discasc pressurc.

(ransmission
L0 acquire the virus
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Table 3: Yield and

yield related attributes of the maize plants

-Tolerant Maize Genotypes Under Maize Streak Virus Infection
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NLg;ria Infected with Maize streak virus discase in Minna. Northern
Number of days Number of cobs  Cob weightper  Grain weight per

Genotype lo silkin ' r ant (g o
((TZL COML]-W C6*2/(White DT STR - < RCEht(em) _per plant Elant (e ()
Syn))-DT C| 68+0.6 * 8.2+42° ER 4+10.6" i
{2'TZECOMP3DTIWhichTSTRSYN) C2  66+2.]° E&&M" 1+0" T; .gi: Ilg:?" ;:'3:3'0;3
(TZEOMPC7/TZECOMP3DTC?) 2 66+3.6" 65.6+4.1° 20,6 79.4£17.0% 58.4410.5%
gg;g-:} 70+1.0° 56.2+0.3"° 1£0" 42.2+16.9" 31.8+129°

" 68+].5° 60.6+2.2° 10" 482+17.1" 32114 3"
DTSTR-W-SYNI | 70+£4.0° 67.7+4.6° 1£0° 44.9£23 5" 33.0+21.6°
DTSTR-W-SYN|2 68+3.2° 55.1+5.8° 1+0.6° 38.8+133" 27.1+7.2°
DTSTR-W-SYN13 70+2.6° 51.3£8.0° 2+0.6" 459425 8° 31.5¢17.7°
DTSTR-W-SYN14 67+1.2" 59.3+15.4° 14£0.6* 46.745.6° 33.4+].7°
DTSTR-W-SYNI15 63+] 5" 62.8+2 8" 240.6° 53.7+16.7° 41.6£13.8®
SAMMAZ-15 68+0.6" 69.1+5.0° 2+0.6* 92.3+12.3% 70.7+£20.8*
SAMMAZ-16 69+3.2° 62.6+£13.8" 1+£0.6° 63.1+£20.6™ 47.7£16.7*
TZB-R 68+1.2° 86.5+1.]° 10.6° 50.4£10.9° 34.746.7"
+SEM 1.3 3.9 0.3 9 7.2
Means with similar superscript letter (s) within

The result of cluster analysis showed that
“(TZEOMPC'HTZECOMP3DTCZ) C2” belonged

to the same group with “SAMMAZ 15" revealed
that they were the most genetically related.
Additionally, the data on number of leaves per
plant implied that the two genotypes possessed
additional advantage of being good sources of
fodder for livestock feeding. This is premised on
the fact that maize is mostly cultivated by peasant
farmers that practice mixed farming in sub-Saharan
Africa. Therefore, genotypes having multipurpose

values would gain wider acceptability and
adoption. ~

CONCLUSION AND

RECOMMENDATION

This study revealed that MSV disease incidence
and severity were genotype dependent. The Striga-
tolerant maize genotypes “SAMMAZ 15” was the
best for cob and grain weight under MSV infection
while “(TZEOMPC7/TZECOMP3DTC2) C2” was

identified as the most genetically related to
“SAMMAZ 15”. Further studies should be
conducted to ascertain the validity of the results

obtained from this experiment.
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